Polymorphism in multiallelic migration-selection models with dominance.
The evolution of the gene frequencies at a single multiallelic locus under the joint action of migration and viability selection with dominance is investigated. The monoecious, diploid population is subdivided into finitely many panmictic colonies that exchange adult migrants independently of genotype. Underdominance and overdominance are excluded. If the degree of dominance is deme independent for every pair of alleles, then under the Levene model, the qualitative evolution of the gene frequencies (i.e., the existence and stability of the equilibria) is the same as without dominance. In particular: (i) the number of demes is a generic upper bound on the number of alleles present at equilibrium; (ii) there exists exactly one stable equilibrium, and it is globally attracting; and (iii) if there exists an internal equilibrium, it is globally asymptotically stable. Analytic examples demonstrate that if either the Levene model does not apply or the degree of dominance is deme dependent, then the above results can fail. A complete global analysis of weak migration and weak selection on a recessive allele in two demes is presented.